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FRUITFULL (FUL) MADS- box gene

specifies valve 
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Ectopic FUL expression results in valve

tissue surrounding the entire fruit

Wild type 35S::FUL



SHATTERPROOF1 and SHATTERPROOF2 (SHP)

are required for valve margin development

wild type shp
Liljegren et al. (2000)



INDEHISCENT (IND ) is required for

valve margin development

Liljegren et al. (2004)

wild type ind



Roeder et al. (2003)

RPL expression

REPLUMLESS (RPL) is required for

replum development

wild type rpl
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Premature pod shatter is a

serious problem for

farmers of oilseed rape



Arabidopsis Brassica

1 mm

valvevalve

valve margin

replum

100 µm

1 cm

valve

valve margin

valve

replum

500 µm

Fruit morphology



1 cm

Arabidopsis Brassica

Fruit dehiscence

1 mm



1 cm

Arabidopsis Brassica

Valve margin region

1 mm



Style

1 cm

100 µm

500 µm

Arabidopsis Brassica

1 mm



1 cm

Arabidopsis Brassica

Replum

1 mm



35S::FUL Brassica juncea transgenic

fruit are pod shatter - resistant

B. juncea

35S::FUL

Østergaard et al. (2006)
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Pod shatter resistance in synthetic population

B. rapa chinensis B. oleracea alboglabraX

SYN1
(synthetic B. napus)

NO-109
(winter elite)

X

DK142 (shatter -resistant)

DK3 (double haploid mapping population)

Apex (elite) X

POSH lines




